CTGCACTCTICGTGAGGGGCCGGCAGGCCGECETCTGTRTCFACGTGCCCTGGETGTCCCTCTGCTCCCCACCCGCTCCCA
CTGCACTCICGTIGAGGGGCCGGCAGGCCGGCGICTGTITTEMINEGTGCCCTGGGTGTCCCTETGCTCCCCACCCGCTCCCA
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Supplementary Fig. 1. Sanger sequencing data showed a nucleotide change in intron 4 (IVS4 + 1G>C)
located on the consensus splice donor site resulting in a missense variant in exon 4 of ELANE:

¢597+1G>C (pV190-F199del).



